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Figure S1. Sequence and Intron-Exon Organization of pri-miR164b Transcript
(A) A 676-nucleotide-long, polyadenylated cloned 3’ RACE PCR product of the primary transcript of MIR164b (pri-miR164b) is shown. The
sequence of the mature miR164b is framed.
(B) Comparison of pri-miR164b transcript with its genomic region revealed two introns within the MIR164b gene. The unspliced pri-miR164b
is shown. An arrow indicates the position of the mature miR164b miRNA. Exons are indicated as rectangles.
Table S1. Results of Floral-Organ Counts for Lines Used in This Study
Background n Transgene Sepals Petals Stamens Carpels
L-er 20 – 4.0  0.1 4.1  0.2 6.0  0.1 2.0  0.0
L-er 20 pCUC1::CUC1-GFP 4.1  0.2 4.4  0.4 6.0  0.1 2.0  0.0
L-era 17 pCUC1::CUC1m-GFP 4.1  0.1 4.2  0.2 5.9  0.1 2.0  0.0
L-erb 26 pCUC1::CUC1m-GFP 4.2  0.2 6.7  0.7 5.9  0.2 2.0  0.0
L-erc 13 pCUC1::CUC1m-GFP 4.0  0.0 4.2  0.3 6.0  0.2 2.0  0.0
eep1b 19 – 4.3  0.2 5.8  0.5 6.0  0.1 2.0  0.0
eep1b 31 pCUC1::CUC1-GFP 4.1  0.2 8.8  0.5 5.9  0.1 2.0  0.0
eep1b 19 pCUC1::CUC1m-GFP 4.1  0.3 9.9  0.8 5.9  0.2 2.0  0.0
eep1c 21 pCUC1::CUC1m-GFP 4.0  0.1 4.5  0.3 5.8  0.2 2.0  0.0
aWeak transgenic lines with no obvious organ-number phenotype.
bEarly flowers (first  three flowers counted; one to two flowers per plant), strong transgenic lines.
c Late flowers (one to two flowers counted per plant, after  15 flowers have formed), strong transgenic lines. Errors were calculated as 1.96
times the standard error of the mean (SEM), which gives a 95% confidence level. SEM is the standard deviation divided by the square root
of n, where n is the number of flowers.
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Table S2. Sequences of Primers Used in This Study
CB101 5-CTGATTCTAATTAATTGATGTAATCC-3
CB102 5-CAATGCTTACTACTGTGTATGTCT-3
CB103 5-CATTTCTCTTCACCATTCTTCTTC-3
CB104 5-TCTTCTATTTGGATGATACATTTA-3
CB105 5-CCAGTTATGTGGTCGGAGAG-3
CB106 5-GATCTCCTGTCTAATACTCGC-3
CB107 5-TCAAGTGTTACTCACCCATTAC-3
CB108 5-CATTTCCTCCTCCGCTAAGG-3
CB109 5-TGTCCCGATGATCCCAAATC-3
CB110 5-AACTGTGAGCGTAAGCAGCG-3
CB111 5-TCAGTAGTTCCAAATACAGTCAAG-3
PS226 5-CGGAATTCGCCGACAATGGATGTTGATGTG-3
PS227 5-AACTGCAGCAGAGAGTAAACGGCCACACAC-3
PS228 5-GCTAAAGCATGATACATGTTCCGTCGCAAAGGTATTGATGATC-3
PS229 5-GAACATGTATCATGCTTTAGCAATAACTCTGCTGCTCATACCG-3
PS230 5-CGGAATTCATGGACATTCCGTATTACCAC-3
PS231 5-AACTGCAGCAGTAGTTCCAAATACAGTCAAGTC-3
PS232 5-GCTAAAGCATGATACATGTTCGGTTATTGCGCTGGCTGTGAC-3
PS233 5-GAACATGTATCATGCTTTAGCACTGTCCCTACTACTACTACGG-3
PS263 5-CCCTTTGCTTGAAATGATATGACA-3
PS280 5-CCTGAGAAAGCGAAAATGGGG-3
PS281 5-CTCTCTGTCTTTACCAGTGGC-3
PS282 5-AGAAGCTCCAAGGATGAATGG-3
PS283 5-TTTTAGATGGACCAGTACCGC-3
PS284 5-CTCTCCAAAGGAAGACTGGGT-3
PS285 5-ATCCATCAGTGGAGGAAGCGA-3
PS286 5-GGCCAGAAAACAAATTGGGTG-3
PS287 5-TCACCCATTCATTCTTAGCGG-3
PS288 5-ACCGCAAAGAATGAATGGGTG-3
PS289 5-CGAAGAATCGGTTAAAGAGGG-3
PS290 5-GTGGGTATGAAGAAAACTTTGG-3
PS291 5-TTCGTTCTTAGCTGTTTGGGG-3
PS292 5-CGGCCAAGTCGGCCGCGGCCGCTTAGTCCGACCCAATTATGACG-3
PS293 5-CGGAATTCTGTCGGCACAAGAAGAAAGCTC-3
PS298 5-GGGTGAGTAACACTTGATGGAGAAGCAGGGC-3
PS299 5-GCCCTGCTTCTCCATCAAGTGTTACTCACCC-3
PS308 5-GGTCTAACCCGGTTGACCCA-3
PS309 5-GTGGAGTAACAATCAATGTTAAC-3
PS310 5-TTGATGGAGAAGCAGGGCAC-3
PS311 5-CCATTGACGATTGCATCCTCG-3
PS312 5-GTCATGTTCAAAGGTCAATTTTG-3
PS317 5-GATTGCATCCTCGGGGAGGGGGAGAGAC-3
PS318 5-CCCACGTGCGTAACACTTGAACCCTCG-3
PS319 5-CTCCATGTTGGAGAAGCAGGGCACGTGC-3
PS320 5-CATCAATGGGTGAAGAGCTCATGTTGGAG-3
P15 5-GGTAACATTGTGCTCAGTGGTGG-3
P16 5-AACGACCTTAATCTTCATGCTGC-3
